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A 9] 2 (Antibody structure)
* Y=shape, heterodimer(c] 0] &)
: 2 heavy (F4H)& 2 light(Z4f)) chains (4 polypeptide chains) linked ly arms are joined by a flexible hinge
by disulfide bonds | Ty
: Light (L) and heavy (H) chains with hinge region(7 2$])
* Heavy chain - [gM(x), IgD(8), 1gG(7 ), IgE(®), lgA(a)
: Light chains : # (kappa) or A (lambda)
: Variable region 7H1 9% — antigen binding site
* Constant region £ % % — effector function
Vy! variable region in heavy chain, e.g.. Cy, V. C.
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Angle between arms is 0°

‘Angle between arms is 90°
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_ . . . i — IgM : J chain in pentamer(2.%A])

Q 27185 % Hypervariable regions: HV1,2.3 (HV3) J — ST ;

ks 22947 Frannwork regions: FR12,3.4 Nﬁ o predominantit & lstimmmessesponse
— IgG: most prevalent antibody(80%)
T homaar | the longest half-life

cross the placenta
four subclasses (IgG1 — IgGe)
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5 e 251 — IgE: trigger an allergic reaction
protect against parasitic infections

6 Hypervariable loop from 3V, 3Vu
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& ECEEEE | - IgA ¢ in saliva, milk, tears (212H]22)
" secretory IgA, | chain in dimer(C]%4)
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arity—determininng regions (CDRs)
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Antigen binding site = Antibody combining site
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